. Here, the 50 top genes obtaining smallest adjusted P values in differential expression analysis between the TT group of patients and the non TT group are illustrated (overall smallest adjusted P value=0.059 for ZNF320). In the heatmap, red colors indicate a relatively high expression of a gene in one sample compared to the other samples, and green colors indicate a relatively low expression. The genes are clustered by expression levels, visualized by the dendrogram on the left. Above the heatmap, the dendrogram of samples is plotted. This unsupervised clustering of samples is based on the expression of all 17786 available genes. Additionally, the group assignments of the patients are indicated; patients belonging to the TT and non TT groups are marked in black and gray, respectively.
